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An unprecedented intellectual event occurred in Los Angeles on November 14-17,
1996. Under sponsorship of Christian Leadership Ministries, Biola University
hosted a major research conference bringing together scientists and scholars who
reject naturalism as an adequate framework for doing science and who seek a
common vision of creation united under the rubric of intelligent design. The two
hundred participants, primarily academics, formed a nonhomogeneous group.
Most had never met each other. Yet virtually all the participants questioned the
reigning paradigm of biologynamely, that natural selection and mutation can
account for the origin and diversity of all living things.{1}
So said Dr. Henry F. Schaefer III, professor of chemistry at the University of
Georgia, author of over 750 scientific publications, director of over fifty successful
doctoral students, and five-time Nobel nominee, in his foreword to the 1998 book,
Mere Creation: Science, Faith and Intelligent Design.{2} I was privileged to be
one of the two hundred participants at this historic conference which, along with
the subsequent book, form the backbone of future direction of the fledgling
intelligent design movement.
I would like to highlight significant chapters from this book and provide additional
resources to learn more about this important challenge to Darwinism. Along the
way I hope you will gain a glimpse of how important this movement is to the
future not just of biology, but of science education as a whole in this country and
around the world.
Jonathan Wells is a post-doctoral research biologist in the department of
molecular and cell biology at the University of California at Berkeley. His Ph.D. is
from the same institution in developmental biology. In his chapter, “Unseating

Naturalism,”{3} Wells lists several important insights from developmental
biology that seriously challenge a purely naturalistic biologic science.
Since 1983, homeotic genes have been the rage in evolutionary developmental
biology. First discovered in fruit flies, these genes appear to act as switches to
turn on a series of genes important for sequential levels of development. Of
interest to evolutionists, is the fact that many of the same genes found in fruit
flies are also found in almost every other animal group, all acting as
developmental switches. They are even frequently found on the same
chromosome and in the same order from species to species. Such evidence seems
quite a compelling argument for all life forms evolving from a common ancestor.
But Wells quickly points out that these genes do not control the same body
structures from species to species, so an evolutionary explanation does not fit so
well. “If the same gene can ‘determine’ structures as radically different as a fruit
fly’s leg and a mouse’s brain or an insect’s eyes and the eyes of humans and
squids, then that gene is not determining much of anything.”{4} There is no
current mechanism to understand how a homeotic-switching gene can change
from coding for one function to another in different organisms. Suddenly, this
new great evidence of evolution is yet another problem for evolutionary biology.
Wells goes on to point out that intelligent design has no trouble incorporating
similar switches in different organisms just as an engineer understands the use of
similar ignition switches in different kinds of vehicles.
Wells concludes that, “A design paradigm can nurture the sort of formal and
teleological thinking that will enable biologists to discover the laws of
development that have so far eluded them.”{5} The reason for the elusion is the
shackles of Darwinism.

Redesigning Science
In taking a close look at the book, Mere Creation, edited by Bill Dembski, I would

like to explore Dembski’s own contribution to the volume, “Redesigning
Science.”{6} If the name Bill Dembski is unfamiliar to you, it won’t be for long.
Dembski is an extremely bright and articulate young man with earned doctorates
in mathematics from the University of Chicago and philosophy from the University
of Illinois at Chicago along with an M. Div. from Princeton Theological Seminary.
Dembski is also the author of perhaps the most significant book to date in the
intelligent design movement, The Design Inference: Eliminating Chance through
Small Probabilities{7}, from the prestigious Cambridge University Press.
Bill is also confident. He is confident that intelligent design can thoroughly
reshape the horizons of science in the next twenty years. He begins his chapter
with a whimsical scenario recounting a “nightmare” potentially experienced by
Harvard paleontologist and vocal anti-creationist, Stephen Jay Gould. The
nightmare includes Gould no longer teaching at Harvard, relegated to leading
field trips to the Galapagos Islands and the Burgess Shale in the Rocky Mountains
of Canada, with Phil Johnson and cronies firmly in control of the National Science
Foundation.{8} While Dembski admits that the nightmare is hopefully not
realized in all its details, the notion of design claiming primacy within science is
clearly the objective.
In order for this objective to be realized, design must be specifically and
rigorously defined. I’ll allow Dembski to explain in his own words.
The key step is to delineate a method for detecting design. Such a method
exists. We use it implicitly all the time. . . . The method takes the form of a
three-stage explanatory filter. Given something we think might be designed, we
submit it to the filter. If it successfully passes all three stages of the filter, then
we are warranted asserting it is designed. Roughly speaking, the filter asks
three questions, and in the following order: Does a law explain it? Does Chance
explain it? Does design explain it?{9}
In trying to classify an event as either due to natural law, chance, or design, we

first try to assess if it is an event of high probability and therefore due to some
recognizable natural law. A bullet firing when a gun’s trigger is pulled or getting
at least one head when a fair coin is tossed a hundred times are both high
probability events due to natural law.
Rolling snake eyes with a pair of fair dice, or even winning a million dollar lottery
when considering how many tickets are sold, constitute events of intermediate
probability that are justly relegated to chance.
But let’s say the same person wins that lottery three times in a row or even twice
in a row. Suddenly we suspect that something more than chance is involved.
Dembski’s own example is Nicholas Caputo, the county clerk of Essex County,
New Jersey. Caputo was responsible for determining the order in which
candidates appeared on the ballots for elections. Caputo was a Democrat and 40
out of 41 times the Democrats were listed first, which everyone agrees, gave them
a slight advantage. We intuitively use the explanatory filter to classify these
events as designed because they are of small probability and they conform to a
pattern. Thus intelligent design combines small probability with what Dembski
terms, “specified complexity.”
Dembski and the other authors of Mere Creation believe we can apply the same
test scientifically to physical, chemical, and biological events.

The Explanatory Power of Design
One of the critical questions for intelligent design is its ability to explain at least
some natural phenomena more completely than naturalistic science. Stephen
Meyer addresses this problem in his chapter, “The Explanatory Power of
Design.”{10} Steve Meyer is professor of philosophy at Whitworth College in
Spokane, Washington, with a Ph.D. in the history of and philosophy of science
from Cambridge University, England. As an example of design’s explanatory
power, Meyer chooses to explore the origin of information within living systems,

specifically the origin of the genetic code. Meyer brings a scholarly appraisal to
the subject since his Ph.D. dissertation concerned the history and status of origin
of life research.
Meyer summarizes the extreme problems origin of life research has encountered
in the last thirty years, highlighting along the way the important work by Charles
Thaxton and Walter Bradley.{11} Following the euphoria of the famous
experiment by Miller and Urey in 1953, the origin of life community has suffered
setback after setback. Miller and Urey demonstrated that a mixture of methane,
ammonia, water and hydrogen could be induced to produce, among many other
organic compounds, a few amino acids, the building blocks of proteins.
Subsequent work showed that this hypothetical atmosphere was pure mythology.
So was the notion of a prebiotic soup of biochemical building blocks.{12}
Beyond the purely biochemical difficulties of origin of life research looms the
immense problem of accounting for the origin of complex specified information
contained in biomolecules, and specifically in DNA and the genetic code. In the
computer age we are often amazed at the speed and storage capacity of modern
personal computers, particularly the laptop variety with their 12 gig hard drives
and 500 MHz speeds. We seldom realize, however, that “the information storage
density of DNA, thanks largely to nucleosome spooling, is several trillion times
that of the most advanced computer chips.”{13} So not only is there real
information stored in DNA, but it is stored at a density on a molecular level, we
can’t even approach with our best computers. So just where did this information
come from?
Attempts to account for the origin of biological information by natural
biochemical means have utterly failed. The odds of achieving even a small 100
amino acid protein are less than 1 in 10 125. Events of that small a probability just
don’t happen. Not only that, but researchers now realize that natural forces are
incapable of achieving the formation of bio-information by any process. At first,
some thought that maybe the amino acids and nucleotides had some natural

affinity for each other to help account for the specific sequences of proteins and
DNA. When that turned into a dead end, some hoped that some sort of natural
selection of molecules might help. But natural selection requires reproducing
cells. So-called “self-organization” processes only provide low level order, like
ripples in the sand, not informational messages like “JOHN LOVES MARY” written
in the sand.
Scientific laws will only describe ordered natural phenomena, like the structure of
a crystal, which bear no relationship to the specified complexity within
biomolecules. Instead, our experience with informational codes and languages
indicates that they always come from an intelligent source. Therefore mind or
intelligence stands as the only possible source for the information in DNA,
proteins and cells as a whole.{14}

Applying Design within Biology
Have you ever wondered how a baby is formed from a single cell in just nine
months? You could ask the same question of just about any animal from wasps to
caterpillars to frogs to clams. A fully functioning organism is a symphony of
integrated parts performing in coordinated fashion to make beautiful music. But
where did all the orchestra members (or proteins) come from? And who told them
where to sit? And how do they know when and what to play? And what about
tempo and volume and on and on? Well, you get the picture. Biological organisms
are immensely complex, but they all start out as single cells. Somehow they turn
into assemblages of different cells and tissues that all know their places and roles.
Embryological development has long been a mystery and its secrets are only
slowly being revealed. It has also turned into a potentially fruitful battleground
between evolution and intelligent design.
Paul Nelson recently received his Ph.D. in philosophy from the University of
Chicago and is currently doing post-doctoral work at the same university in
evolutionary and developmental biology. The connection between embryological

development and evolution is significant because, in order for organisms as
diverse as hawks and starfish to evolve from a common ancestor, they must
change not only their outward appearance but also the developmental process
that starts as single cells for both. Nelson’s “Applying Design within Biology”
explores the connection and its inherent contradictions.{15}
A major observation of embryology has been that developmental mutations are
usually harmful and often fatal. And the earlier in the developmental process the
mutation occurs, the more likely the effect will be harmful. This led most
embryologists to believe that evolutionary changes utilize mutations that appear
relatively late in embryological development. Subsequently Darwinists predicted
that the further back you go in comparing two organisms’ patterns of
development, the more similar they will be. Unfortunately for evolution, this is not
true. There is wide diversity of early cleavage patterns of cells in embryos from
species that can actually be closely related. One author went so far as to refer to
this as “intellectually disturbing.”{16}
Such a dramatic reversal would, you would think, cause many or at least some
developmental biologists to question the validity of Darwinism. But as I have
indicated so many other times in other essays, Darwinism is assumed, not
questioned. Biologists mainly concluded that change in early development is
doable after all and quite common. But as Nelson aptly summarizes, “There is
little if any experimental evidence that ‘changes in early development are
possible.'”{17}
While the diversity of pathways to similar ends in development is a problem for
evolutionary developmental biology, it is an expectation of intelligent design. The
sheer magnitude of instructions for embryological progress screams for a design
perspective. Design is also found in the newly discovered redundancy of
developmental pathways. Knocking out a seemingly essential gene can sometimes
have no effect whatsoever. Built-in redundancy is a hallmark of design, not
chance mutations and natural selection. Nelson basically believes that any

element of an organism necessary for survival and reproduction in any
environment is a strong candidate for design. This should help open up new
research avenues for developmental biology which is exactly what new theories
should do.

Basic Types of Life
Next time you are walking through a zoo, stop and think about what makes some
animals different and others similar. For instance, if you are looking out over a
large pond, you may see different species of ducks, geese, and swans. While they
do appear different in some respects, there are also very tantalizing similarities.
However, if there are also some flamingos or sea gulls in the crowd of aquatic
birds, you would not put them in the same category as ducks and geese. They
seem different. Evolutionists, of course, would see sufficient similarities: they are
birds, after all, with wings, feathers, and beaks. So evolutionists would say they
all evolved from a common ancestor. Ducks and geese are more similar to each
other than they are to flamingos so the ancestor of ducks and geese is more
recent than the ancestor of ducks, geese, and flamingos.
But since intelligent design is calling into question many evidences and
predictions of naturalistic evolution, it is reasonable to assume that all animals
are not related back in time through a common ancestor. Perhaps all birds did not
evolve from a single source. Maybe there are many different ancestors for the
many groups of birds and other animals. Well, how would you know? How could
you recognize groups of animals that do derive from a common ancestor and
those that have arisen independently? Siegfried Scherer makes an attempt in his
chapter titled, “Basic Types of Life.” {18}
Dr. Scherer is a professor of microbial ecology and director of the Institute of
Microbiology at the Technical University of Munich and has published numerous
papers in international peer-reviewed journals. Scherer proposes that there is
another unit of taxonomic classification that can be overlaid on current taxonomy,

the idea of basic types.{19} A basic type is a group of organisms or species that
are capable of hybridizing. These hybrids don’t necessarily have to be fertile
themselves. Simply producing a coherent functioning organism from sperm and
eggs of different species is sufficient.{20} Numerous successful attempts to
hybridize different species of ducks, swans, and geese have convinced Scherer
that they belong to a single basic type. This would mean that all 148 species are
descended from a single common ancestor.{21}
The distinct differences mentioned earlier, between ducks and flamingos, would
result from them being of different basic types. This observation leads Scherer to
suggest that microevolution can now be defined as evolution within one basic type
and macroevolution as evolution between basic types. The current evidence
suggests that macroevolution is an undocumented process both from the fossil
record and the biology of basic types.
The plethora of species within a basic type like the ducks and geese also suggests
that there was a great deal of variation built into each basic type to allow many
distinct species to form through speciation. This prediction would be consistent
with intelligent design but not evolution. There would be no reason for evolution
to suggest that some species would have more variation than others would. This is
corroborated by the observation that hybrids between two species frequently
resemble a third species. This indicates that the genetic combination of the third
species was hidden between the two species used to form the hybrid.{22}
Scherer summarizes that evidence of individual ancestors for each basic type,
fossil and biological gaps between basic types, similar or convergent characters in
different basic types, and odd features, such as slightly differing genetic codes
now found in a few organisms would also be evidence of design over evolution.
The possibilities for further research are everywhere. Intelligent design becomes
an extremely fruitful paradigm for research.
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